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(Ww876-1)

Comments for pPENTR4 HaloTag 3221 nucleotides

rrrB T1 transcription termination sequence: bases 106-149
rrrB T2 transcription termination sequence: bases 281-308
attL1:bases 358-457 (complementary strand)

HaloTag ORF: 463-1353

TEV protease recognition sequence: 1366-1386

Multiple cloning site (MCS): bases 1395-1450

attL2:bases 1450-1550

Kanamycin resistance gene: bases 1672-2481
pUC origin: bases 2591-3218

[TEV cleavage site |

Nco | Eco RI*
Acb|:|G TR GAG GAT CTG TAC TTT CAG'AGC GAT AAC GCG AAT TCA GIC
Met cll© @@] Glu Asp Leu Tyr Phe Gln Ser Asp Asn Ala Asn Ser Val
Bam HI Kpnl Eco RI* Notl Xhol Eco RV Xbal att L2

GAC TGlG ATC CGG TAC ICC-!A ATT CGCI GGC CGC A&T cGA GAT'A'IJC TAG ACCAGCTTTCTTGTACAAA
Asp Trp Ile Arg Tyr Arg Ile Arg Gly Arg Thr Arg Asp Ile

Recommended E.coli strain for propagation: TOP10F’ under kanamycin selection.

NOTE: This plasmid is not supported by Promega.
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